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(OTUs) datfa. The OTUs selected were > 1% of the tofal OTUs in each of the 6 samples; data were averaged across the rapid Some specific taxonomic groups commonly appear in dechlorinating microbial communities including fermenters such as Spirochaetes, Bacteroidetes, Sporomusa (Lorenz and Loeffler, 2016). It is notable that under
, dechlorination phase (RDP) and non-rapid dechlorination phase (non-RDP). The fold increase or decrease was plofted (the s OTUs Increasing in Rapid Dechlorination Phase conditions of rapid dechlorination in this study, 4 of the 7 increasing OTUs were associated with the Bacteroidetes demonstrated high fold increases. Intriguingly, Pérez-de-Mora et al. (2014) observed 3-4 orders of
ratio of the % in RDP: % non-RDP) and expressed on a log scale in Figures 7 and 8. Only changes for OTUs observed in two or magnitude increases in Bacteroidetes at a fractured bedrock site that was bioaugmented with KB-1®. The authors hypothesized that Bacteroidetes might play role in improved conversion chlorinated of ethenes to ethene
more wells and where coefficient of variation values less than 2 were deemed as representing increases or decreases. either through more beneficial fermentation of by providing trace nutrients to dechlorinating populations.

reduced the primary degradation products (cDCE and VC) of the source TCE material.
e Degradation rates of cDCE and VC were well-correlated and not sensitive 1o initial (pre-RDP) concentrations.
* Analysis of average changes in microbial populations associated with the RDP included increases in:

Fold Percent Increase in RDP

o Dehalogenimonas - a species known to degrade trans-DCE and recently reported to dechlorinate VC to ethene

CONCLUSIONS
| A rapid dechlorinaftion phase was noted in the site shortly after implementation of EISB which significantly and simultaneously
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- Aquabacterium sp. increased 206- fold and are possible aerobic degraders
“of VC.
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